FIG 1 

ADAMTS-E nucleotide sequence [SEQ ID NO: 1] 

CACGCGTCCGACGGCGCGGAGGCCCCGGGCGCGGCGCAGGAGCCCGGTGAT 
GCTGCGAAGGCTGTGAACAGGGGAGGCGGCACTGTGGGGGCTGCCGGCAGCCGGGG 
CTGGGGAGAGACATGTGGACACGTGGCCTCTATGGCTCCCGCCTGCCAGATCCTCCGC 
TGGGCCCTCGCCCTGGGGCTGGGCCTCATGTTCGAGGTCACGCACGCCTTCCGGTCTC 
AAGATGAGTTCCTGTCCAGTCTGGAGAGCTATGAGATCGCCTTCCCCACCCGCGTGGAC 
CACAACGGGGCACTGCTGGCCTTCTCGCCACCTCCTCCCCGGAGGCAGCGCCGCGGC 
ACGGGGGCCACAGCCGAGTCCCGCCTCTTCTACAAAGTGGCCTCGCCCAGCACCCACT 
TCCTGCTGAACCTGACCCGCAGCTCCCGTCTACTGGCAGGGCACGTCTCCGTGGAGTA 
CTGGACACGGGAGGGCCTGGCCTGGCAGAGGGCGGCCCGGCCCCACTGCCTCTACGC 
TGGTCACCTGCAGGGCCAGGCCAGCACCTCCCATGTGGCCATCAGCACCTGTGGAGGC 
CTGCACGGCCTGATCGTGGGAGACGAGGAA.GA.GTACCTGATTGAnnncCTGCACGGTG 
GGCCCAAGGGTTCTCGGAGCCCGGAGGAAAGTGGACCACATGTGGTGTACAAGCGTTC 
CTCTCTGCGTCACCCCCACCTGGACACAGCCTGTGGAGTGAGAGATGAGAAACCGTGG 
AAAGGGCGGCCATGGTGGCTGCGGACCTTGAAGCCACCGCCTGCCAGGCCCCTGGGG 
AATGAAACAGAGCGTGGCCAGCCAGGCCTGAAGCGATCGGTCAGCCGAGAGCGCTACG 
TGGAGACCCTGGTGGTGGCTGACAAGATGATGGTGGCCTATCACGGGCGCCGGGATGT 
GGAGCAGTATGTCCTGGCCATCATGAACATTGTTGCCAAACTTTTCCAGGACTCGAGTCT 
GGGAAGCACCGTTAACATCCTCGTAACTCGCCTCATCCTGCTCACGGAGGACCAGCCCA 
CTCTGGAGATCACCCACCATGCCGGGAAGTCCCTGGACAGCTTCTGTAAGTGGCAGAAA 
TCCATCGTGAACCACAGCGGCCATGGCAATGCCATTCCAGAGAACGGTGTGGCTAACCA 
TGACACAGCAGTGCTCATCACACGCTATGACATCTGCATCTACAAGAACAAACCCTGCG 
GCACACTAGGCCTGGCCCCGGTGGGCGGAATGTGTGAGCGCGAGAGAAGCTGCAGCG 
TCAATGAGGACATTGGCCTGGCCACAGCGTTCACCATTGCCCACGAGATCGGGCACACA 
TTCGGCATGAACCATGACGGCGTGGGAAACAGCTGTGGGGCCCGTGGTCAGGACCCAG 
CCAAGCTC ATGGCTGCCCACATTACCATGAAGACCAACCCATTCGTGTGGTCATCCTGC 
AGCCG rGACTACATCACCAGCTTTCTAGACTCGGGCCTGGGGCTCTGCCTGAACAACCG 
GCCCCCCAGACAGGACTTTGTGTACCCGACAGTGGCACCGGGCCAAGCCTACGATGCA 
GATGAGCAATGCCGCTTTCAGCATGGAGTCAAATCGCGTCAGTGTAAATACGGGGAGGT 
CTGCAGCGAGCTGTGGTGTCTGAGCAAGAGCAACCGGTGCATCACCAACAGCATCCCG 
GCCGCCGAGGGCACGCTGTGCCAGACGCACACCATCGACAAGGGGTGGTGCTACAAAC 
GGGTCTGTGTCCCCTTTGGGTCGCGCCCAGAGGGTGTGGACGGAGCCTGGGGGCCGT 
GGACTCCATGGGGCGACTGCAGCCGGACCTGTGGCGGCGGCGTGTCCTCTTCTAGCC 
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GTGCAGTGTTCTGAATTTGACAGCATCCCTTTCCGTGGGAAATTCTACAAGTGGAAAACG 
TACCGGGGAGGGGGCGTGAAGGCCTGCTCGCTCACGTGCCTAGCGGAAGGCTTCAACT 
TCTACACGGAGAGGGCGGCAGCCGTGGTGGACGGGACACCCTGCCGTCCAGACACGG 
TGGACATTTGCGTCAGTGGCGAATGCAAGCACGTGGGCTGCGACCGAGTCCTGGGCTC 
5 CGACCTGCGGGAGGACAAGTGCCGAGTGTGTGGCGGTGACGGCAGTGCCTGCGAGAC 
CATCGAGGGCGTCTTCAGCCCAGCCTCACCTGGGGCCGGGTACGAGGATGTCGTCTGG 
ATTCCCAAAGGCTCCGTCCACATCTTCATCCAGGATCTGAACCTCTCTCTCAGTCACTTG 
GCCCTGAAGGGAGACCAGGAGTCCCTGCTGCTGGAGGGGCTGCCCGGGACCCCCCAG 
CCCCACCGTCTGCCTCTAGCTGGGACCACCTTTCAACTGCGACAGGGGCCAGACCAGG 

10 TCCAGAGCCTCGAAGCCCTGGGACCGATTAATGCATCTCTCATCGTCATGGTGCTGGCC 
CGGACCGAGCTGCCTGCCCTCCGCTACCGCTTCAATGCCCCCATCGCCCGTGACTCGC 
TGCCCCCCTACTCCTGGCACTATGCGCCCTGGACCAAGTGCTCGGCCCAGTGTGCAGG 
CGGTAGCCAGGTGCAGGCGGTGGAGTGCCGCAACCAGCTGGACAGCTCCGCGGTCGC 
^^^^rA^TACTCCAGTGCCCACAGC , A vA G C T G C C C A AAA GGCAGCGCGCCTGC A A C A C G 

15 GAGCCTTGCCCTCCAGACTGGGTTGTAGGGAACTGGTCGCTCTGCAGCCGCAGCTGCG 
ATGCAGGCGTGCGCAGCCGCTCGGTCGTGTGCCAGCGCCGCGTCTCTGCCGCGGAGG 
AGAAGGCGCTGGACGACAGCGCATGCCCGCAGCCGCGCCCACCTGTACTGGAGGCCT 
GCCACGGCCCCACTTGCCCTCCGGAGTGGGCGGCCCTCGACTGGTCTGAGTGCACCC 
CCAGCTGCGGGCCGGGCCTCCGCCACCGCGTGGTCCTTTGCAAGAGCGCAGACCACC 

20 GCGCCACGCTGCCCCCGGCGCACTGCTCACCCGCCGCCAAGCCACCGGCCACCATGC 
GCTGCAACTTGCGCCGCTGCCCCCCGGCCCGCTGGGTGGCTGGCGAGTGGGGTGAGT 
GCTCTGCACAGTGCGGCGTCGGGCAGCGGCAGCGCTCGGTGCGCTGCACCAGCCACA 
CGGGCCAGGCGTCGCACGAGTGCACGGAGGCCCTGCGGCCGCCGACTACCACGCAGC 
AGTGTGAGGCCAAGTGCGACAGCCCAACCCCCGGGGACGGCCCTGAAGAGTGCAAGG 

25 ATGTGAACAAGGTCGCCTACTGCCCCCTGGTGCTCAAATTTCAGTTCTGCAGCCGAGCC 
TACTTCCGCCAGATGTGCTGCAAAACCTGCCAGGGCCACTAGGGGGCGCGCGGCACCC 
GGAGCCACAGCTGGCGGGGTCTCCGCCGCCAGCCCTGCAGCGGGCCGGCCAGAGGG 
GGCCCCGGGGGGGGCGGGAACTGGGAGGGAAGGGTGAGACGGAGCCGGAAGTTATTT 
ATTGGGAACCCCTGCAGGGCCCTGGCTGGGAGGATCCACCCCAACCTCTGCCCTGCCC 

30 GC CCCAGGGGCACCCCGACATCCAGGCCACCCCCTCATGGTGCTACAGACCCTGCCCT 
GGGGCCCACACACTCCTGCCAGGAAGCCCTACATCAATAAAGTTCTGTCTTGTGTAGAT 

TT CT AAAAAA AAAAA A AAA 



FIG 2 

ADAMTS-E ammo acid sequence [SEQ ID NO: 2] 

MAPACQILRWALALGLGLMFEVTHAFRSQDEFLSSLESYEIAFPTRVDHNGALLAFS 

PPPPRRQRRGTGATAESRLFYKVASPSTHFLLNLTRSSRLLAGHVSVEYWTREGLA 

WQRAARPHCLYAGHLQGQASTSHVAISTCGGLHGLIVADEEEYLIEPLHGGPKGSR 

SPEESGPHWYKRSSLRHPHLDTACGVRDEKPWKGRPWWLRTLKPPPARPLGNE 

TERGQPGLKRSVSRERYVETLWADKMMVAYHGRRDVEQYVLAIMNIVAKLFQDSS 

LGSTVNILVTRLILLTEDQPTLEITHHAGKSLDSFCKWQKSIVNHSGHGNAIPENGVA 

NHDTAVLITRYDICIYKNKPCGTLGLAPVGGMCERERSCSVNEDIGLATAFTIAHEIG 

HTFGMNHDGVGNSCGARGQDPAKLMAAHITMKTNPFVWSSCSRDYITSFLDSGLG 

LCLNNRPPRQDFVYPTVAPGQAYDADEQCRFQHGVKSRQCKYGEVCSELWCLSK 

SNRCITNS1PAAEGTLCQTHTIDKGWCYKRVCVPFGSRPEGVDGAWGPWTPWGDC 

SRTCGGGVSSSSRHCDSPRPTIGGKYCLGERRRHRSCNTDDCPPGSQDFREVQC 

rrrnoinrDru'CVl/\A/l/TVDr:r;r:\/l<'ArCI TPI ATl^PM PVTPR A AAVA/nnTPHR PPlTV 
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DICVSGECKHVGCDRVLGSDLREDKCRVCGGDGSACETIEGVFSPASPGAGYEDV 

VWIPKGSVHIFIQDLNLSLSHLALKGDQESLLLEGLPGTPQPHRLPLAGTTFQLRQGP 

DQVQSLEALGPINASLIVMVLARTELPALRYRFNAPIARDSLPPYSWHYAPWTKCSA 

QCAGGSQVQAVECRNQLDSSAVAPHYCSAHSKLPKRQRACNTEPCPPDWWGN 

WSLCSRSCDAGVRSRSWCQRRVSAAEEKALDDSACPQPRPPVLEACHGPTCPPE 

WAALDWSECTPSCGPGLRHRWLCKSADHRATLPPAHCSPAAKPPATMRCNLRRC 

PPARVWAGEWGECSAQCGVGQRQRSVRCTSHTGQASHECTEALRPPTTTQQCE 

AKCDSPTPGDGPEECKDVNKVAYCPLVLKFQFCSRAYFRQMCCKTCQGH 




Figure 3. Domain structure of ADA MTS-E and translated nucleic acid sequence. A) Diagram ,:t 
ADAM FS-E ihouing the following domains and signature motifs iwiih amino acid numners :n 
parentheses): prodomam i !-66). turtn cleavage site (63-66). metailoprotemase domain i6"-453 •. /:nc- 
binding motif (,3^2-420 >, dtsintegnn domain (469-53 1 ), TSP! motif i 548-60 1). and tour !"SPl-!:ke wa 
iX2^-884. 88S- L M4, ^48-UK)2. and I OCT- 1058) C\ erlapping clones covering the indicated sequence 
segments are depicted at the bottom of the diagram. B) ADAMTS-E nucleotide sequence vuih translated 
amino acid sequence above. 
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:t ccggggcccg cgccgcgtcc tcgggccact acgacgcttc cgacactt: 



rAwTGTGGGG GCTjLtCGGCA GCCGGGGCTG GGGAGAGACA TGTGGACACG TGGCCTCTAT GGCTCC G_jZ 'I 
GTGACACCCC CGA Z 3GCCGT CGGCCCCGAC CCCTCTCTGT ACACCTGTGC ACCGGAGATA LCGAGGGtZG" 

■I L R W A LAL GLGL MFE V T H AFR3 ; ~ E 
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T'-TAG CCGTCACTGC GACAGCCC3A GGCCAACCAT GGGGGGCAAG TACTGT7TG7. 

3A 3 AAGAT7 3GCAGTGACG 7TGT7GG3GT CCGGTTGGTA GCCCCCGTTC AT G AC AG AC' 
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777TGCAACA 3GGATGA7TG TCCCCCTGGC 7773AGGACT T7AGAGAAGT GCAGTGTTCT GAA7TT7A7/ 
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R G K F Y K W KTY RGG GVKA 3 3 3 7 7 3 
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7CA3C7TTT AAGATGTTCA CCTTTTGCAT GGCCCCTCCC CCGCACTTCC GGACGAG3GA GTGCACG3A7 



N F Y T E R AAA'/ V 0 G T P 7 R P D T I : 

7AA7TTCTA 7 AC GGAGAGG GCGGCAGCCG TGGTGGACGG GACACCCTGC CGTCCAGACA 7 GGTGGA7 AT 
7TTGAAGAT GTGGCTCTCC CGCCGTCGGC ACCACCTGCC CTGTGGGACG GCAGGTCTGT GC3A7 7TGTA 
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GGGTTGTAGG GAACT 3GTCG CTCTGCAGCC GCAGCTGCGA TGC AGGCGTG CGCAGC3G37 3GGT3 37373 
3 33AACATCC GT7GA3CAGC GAGACGTCGG CGTCGACGCT ACGTCCGCAC GC3TCGGCGA 3 33 A3 3 A 3 A 3 
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333CACTTGC CCTCCGGAGT GGGCGGCCCT CGACTGGTCT GAGTGCACCC CCAGCTGCGG 3733333373 33.. 
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Figure 5. Expression of ADAMTS-E in cD.NA from osteoarthritic cartilage. 





Kmuri' o. Amino acid alignment of human ADAMTS-F. with a (.enScan prediction of ADAMTS-F. from mmjs, ..,n..m 
sequence. " u 
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